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PRI I IRIE R D EGC & o TR Z 2 7 < BB OBGE T, P TRAERAS N TS, 2019~ 2020 4128
ASNRERE 1,303 HOBERORARNRELE_R L7225, 77 v AEOMIEIRE 11 EHA, S rPCRIZED
PEROBZTFIHRMEN, TOIE3EPLOPIERZ L. To 38K, 2018~2019 FI2H F FEREHE R
R F = G OBETIE R 2 5 7B S N7z 48R % I 2 7251 7RO SeM {5 T- IO DNAF#T 2 Efi L7z & 2 5,
75 v AHFK 2RO % SeM B (SeM-200) (IRl SNz, F 0T RBEITORE, 75 v AHED 3HENR
WX —HRD 1T, AT FHRGREZRRD 7 T A5 =HRE N2, RIFFEORE, AN HEORICE D8
SERRHE D GAET 5 2 e300 olz. —F—7—F : BikE, 51985, Bz

9 1% Streptococcus equi subsp. equi (JRIEH) O
BRIZE > TR 27 v BWIEHOEIAET, I —
Oy R bR E SRR THRAESASRTWS [1-
31, RS B XS B LIRME St 2 Bk, T Y 88
7o EHHIBD ) O oSHEi R MHMETH ) > oSHETNCHEE 2T L,
REE LIELIEEET S (1, 2, 4], BOZ MRS 58
<, EBEESRER (OIE) &, WELY A MERIE
DTV o0, BEEZELEE L THEREANORA
s 1k ok & 3% L T\ % (https:/www.oie.int/app/
uploads/2021/03/oie-guideline-for-establishment-of-an-
edfz.pdf), (accessed 2021-05-06). HHEIZB W T
&, BEEMICBEDR I SN TS [5-7].

IR & T (& Streptococcus equi M-like protein (SeM)
EIFEN D IHEMEICIR DL Y V87 a2 $¢H, SeM &
I — N9 % BRI O 55T RN A3, 7 AR
HwoshTtws [8-13]. FH&HS [14] & DIi, 2010~
2017 RIS A S A S NIEE R 12 5 5 55
L 72 B9 12 #k 0 SeM & {5 F #HI8 O R AT 2 S hi L,
ZORERE I L7
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R IR SRR NG 2 F SRR B8, IERIG &
O 72 AR OBRIER O RA RRIZ OV TIEAW]T
Hb. KWIETIE, WAKROKFEZLDL ATV ELE
IS R OSEAR S A B BRI 2 8 5 7 7~ AREEHE
M2 GZ, EARET I IEORRERZ R L Tw
ZOEOBERRARI ZRAE L2, 512, WAKE
D h 5 o3 BE S N IRER 7 FRD SeM (=1 AT %
FEREL, midk [(14] & HELZ.

MH RO FE

REERERTEE : 2019~2020 FFICIA S, B
YRR T P RIS 72 3R ) E Y TR R A &
R L7-hF yERERE 969, 77 v XENERE
334 3H, &1 1,303 B & BRI A 7 7 2RI L, 2ml
DWH PBS(— )R L7z, 1085 % ERE LT,
BRI A T TIEE B E 100ul TS =L, =
TRz L 7. DNA iK% (InstaGene Matrix,
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K55 DNA ZHfili L, #ili L72DNA%Z7 > 7L — |
& LTrPCRZ W -BER ot #17 > 72, rPCRIX
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WEsk [15] ICPEV R L, BUSHOMBL 2 —HZAH LT,
ZNENORRBRT 2MPNHILT L 7V T Ly
2 ZrPCR & L7z, KIZrPCR TRt L o727 — Wik
RIZDWT, BB 1,000u] 5 5 FEEIC DNA % flii
L rPCR %M L7z, & 5 2BIHR{AD rPCR Ttk &
%o T2 BIERIE A 7 7 % 5% 1ML 2 1 > €7 CNA
TR (HARRZ by - T4 v F v v, Ha) (B
T, TCNA MEIERR ] L)) ICHREAm L, Bk
(16, 17] 12 X 0 BER O 558 X ORI E %2475 72,

BRIZERR © B AR IE 2 5808 L7210 0 HE S
N7z 4k (No. 13~16) & OVMIE 18 PR A IR0 HR AT IR 12
SEEs N7z 3%k (No. 17~19) DR 7 ¥z £ H RO
MERE S U SeM EARFEATICHEER L 72, %23, No. 1313
2018 AT HT T EI M CHRAEARAE 2 R L 72 F ¥
MR EA S, No. 1413 2018 4FIZHE WL B 22 R ©
REMAELZEB L 722 F VY EILEHE2? S, No. 151
2018 AE IS KM THRBBRAE 2 980 L 72~V F —
P B S, No. 16 (& 2019 12 KIJHARIEY TR
HaEERLIAFFVERERHE» S ZENGEES
7z. No. 17~19 1% 2019 4F (28 M A M s CHrid M &
FhiL7z7 7 v AENERE?SGHES .

EZR - MR B R E CNA IR 28 KBS Mo |2 1 o A
L. 37C T 481 5% CO f74E F THi R, HH L
HL£HEOWIRZ BRI L D o8 L7z [18-20].

SeM &5 FEET : MA@k SH L7 DNA =z H
WC, miFhk [14] L FEEO FFEIC X Y, PubMLST
(https://pubmlst.org/organisms/streptococcus-
zooepidemicus), (accessed 2021-05-06) » 7 — ¥
N—ZA LG L TSeM BIEFRZRET L E L HIT,
SeM B IAF-HIB D 53T RARBHAT 2 FEhE L 7.

157 &

BREEGRERR  1,303HD Y L, 75 v A0HA
EN7z 118 (0.84%) %5 rPCR THIEH O {5 1A
WM EINz, F72209 HO3TEED SRR Z 58 L 72,
B, 1ITHEIZOWTNHEEIRTH - /2.

EERIK  No. 13~161x~ v M, No.17~19 1
A3 FRIOEFEIRZ R L7

SeM Bf5 F 4 : 7 Hk 1L, No. 13 & ¥ 14 1F SeM-
192, No. 15 iZ SeM-48, No. 16 iZ SeM-28, No.17 i&
SeM-9, No. 18 & 0¥ 19 I3 SeM-200 I % 4 SeM & 1%
TR s N7z, B, PubMLST ®F— % NX— 2 O
WP, —Eo SeM IR T-RIA AR [14] 2HET L
oTWh, Iho 5H O SeM BIET- Mk, 47T
SBRBHRENTIC L Y, 3007 5 27 =258 sz (X).

Z =
HDOEFICEE SN BORERMERMITBNT
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LERRDTWED, WEHEOHAMIEERRETLIXLIE
PEIRE SN TBY, SRIOMAETS S ITHERRR
BOFLEDWS & h oz, BEMEIIHAL, LEH
MoOBRETHESN, LHEINL T TOM, toliio
BLEmT e Ers, ENOMBOMEZEDE
NERTHUREIIRNEEZ SN 00, #BFITIE
iy AR G A3l & 7 o 2SS R S S S h T
B, MAERMEREEABICE VLA BEERIC X
D, ENTORRITDERINS [7]. MAMIEZEICBY
TIRTOBIERREE L WMAET L LIIHETH 2
B, G RAROMEZFRERT 2 L LI, O
oz i AFE AL OB RIS 5 2 & T, Al
RA AN 30T 2 b Bl 6 75 00 585 UT) 7 92 Mt B OV P AT 0 B
HICHFLG T2 2 LHFMETH L. 2B, SHOFETIE,
108450 % LR E LT 7 — )V LMk % rPCR [15] I
L 72A%, FHENCHEM L2 REIK T, FEHw2
semi-nested PCR [16] & X, rPCR 2% 10 15 & J&
EThHHILEMEREL TV,

PRER IR EOE NP S L T4 R, < MR
Foray =Moo 3HEOEERBALN TS, A
34 FRUSEERIGIBY 2 IRE RS 5, < v MR
BRI~ AV R a2 B3 % JEM R 22 IR 00 © 5 il
BENDLITEPHESINTVS [18-20]. —F, H~D
BRYLERRITB VT, 231 FRUEEKRE <~ v MRMERKR
EORICHEETEDEWIZED ST, ruy o —REHE
PROFER TV E LB b H 5 [21]. F72, Fiki
JERGL L S 4B X N7 HRR ISR BLE A v & 3
HHH5 [22]. SHOGEETHRD D B, RERERE
LAOMEI N2 ARIET T~y MITH 72D L,
MEFEIRE R B A 5 S 7z 3RRkiZT_Toaa A FRIT
HoTz BEREOEFER LIRFEYE L O BHEIZ D W T,
SR LMIENLELEZ NS,

SF R OFER, 75 v AHkMk (SeM-9 K
200) &NV F—HIkE (SeM-48) 1k, #Eobh
DNOFEITICTBWCTEZALN Lo AR T X
F—%B L7z SeM-91d4 ¥ Ak E X1,
SeM-48 b 4 ¥1) 2 2B 2 L 2H % [9, 13].
—77, Sl#i7-7 SeM M & LU CTESH:E N7 SeM-200
12, 2016 4EIC AW = —F » THEES N7 SeM-151 &
TEFTH o7z (RIZIFRL TR, Z5nZ Ly
5, AW THEESNT7 T v AHEKE NV F—Hk
MRz, EEOIT—T v XHRKE L T—D2DOKEL Y T
AY—EEH LT LRMESEZ b, —F, BT
FHED 3 ML, B [14] THEES Nz A F T HE
R LoD s T A5 =12/ L TWIzhS,
WEZ LR LD 7 5 A5 —2BIKT B MEIA %2R U720
#Ho[14) 23Ry, A—oft® (MhTid, @i
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Survey of Streptococcus equi subsp. equi in Imported Draft Horses and SeM Genetic
Analysis of Isolates
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SUMMARY

Strangles, which is caused by Streptococcus equi subsp. equi, is an important commonly diagnosed bacterial
infectious disease of equids worldwide. In the present study, we investigated the prevalence of S. equi in 1,303
imported draft horses quarantined at the Japanese border by the Animal Quarantine Service from 2019 to 2020.
Eleven asymptomatic horses from France tested positive on rPCR. Three S. equi strains were isolated from
three individuals. We performed SeM genetic analysis on these three strains, in addition to four other strains
isolated from Canadian draft horses and a Belgian riding horse that were developing strangles. The two strains
from the French isolates were classified into a new SeM allelic group (SeM-200). Molecular phylogenetic tree
analysis suggested that the French and Belgian strains were closely related and classified into different clus-
ters from the Canadian strains. This study identified asymptomatic carriers of strangles among imported draft
horses. — Key words : animal quarantine, molecular epidemiology, strangles.
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