B - e

— AN EEMDEBRELEDRTIER X)) —
XYy PMDTYyIDPERLETEINDZAITALILAFD

1

F# g (ENXBPERR

1 13 U & (£

NYF ANV 2018 FFICHFNLTE IR, T
7 4 Vv X H (Bunyavirales), 7> ¥ % %7 4 )V A ¥}
(Hantaviridae), O —7 ¥ 7 4 )V ZJ& (Loanvirus),
E—Ny b7 AV AJE (Mobatvirus), F VNV 5
4 )V AJE (Orthohantavirus) MU by T4 A7 4V A
J& (Thottimvirus) ® 4 fEEORIZHE S 7z BAE,
International Committee on Taxonomy of Viruses
(ICTV) T A VA DSBHITO W TRBME R LT3N
AbohThy [1,2], SHFICEEIMZ SN L 0]
2D 5. GOV TIESHOERICER L Tw
ZE v, AROPOREEIX 2018 D53 FICHESNWT
BT 5. F, ARomTiENY S T4 VAR O A
WARBRHL TNV Y74 VAL KRLT D, FRIC AR
PEDWMRENTHEEDT A VADEFIFRZhD Y A
W A% =LY %.

NYETIAL VAT EAEDYE, FFEDT A VAL
LT IAEHOHREESIAEL, mEL 74 VADR
W 1xH 1 OBBRASIEAET 5. 2070, AREEOER
WG ) A7 O b LML L, FHiA (k7 £
) A KREE) ROHEESE (3 —a v XEN2—F 27 KEE)

W FNFNELDEIA VAP H LTS, DA
VA DFENHERREIR DB L, BRI NV ¥

7 £ )V A filiEE#E (Hantavirus Pulmonary Syndrome :
HPS) = & 5 M il 4 (Hemorrhagic Fever with
Renal Syndrome : HFRS) & #7225 B & L Tk s
nNTwa, E4HE FPFYAXI [3-8], €77 [9-
111, a7 EY [12-20] FIZH LAY T T LV AH
HRWTIRREBENTEY, ThITELZLNTEEYE
FoOAPMBNZEREZE VISR TE T
5. SHINCOBEREEICEET 574 VAOHRD
ERTL2ILI2LY, HILWEREH LD L.

2 B 173

AFTIE, FIZRY by b SEET 5 ReED

Sﬂ_{

&

RERF &

REAIE

—EEHRE)

BHHNY T T AN AERSEIC DO W TRBR T 5. B & 2
274 NAEBBIL, FTAXIRI VA X I % HARME

ROV I IVF VY NV 7 4V A (Seoul ortho-
hantavirus : SEOV) T&» 5. SEOV HV&Ge L /- phidH
BAREF -2 HERERE WD, Al SEOVIZ
YL R D T v bR T v P OERITHG S NIZR
B DG 5. Y LT v MIIRREM, WIS
TANAEFHR LTSz, ZhSDREICHERSI
7ML LS L EWMAKET S (K). A3
Yeg b Ll 2~3 MM (4~42 HIE) oK O#%
WO R AR E L7EIRTHIET 5. A, B, ©F
Vv, RSSO THE S TwE, Zhbo
JERIE 5 HAREE (2~10 HI, Z8#JY : febrile phase)
Feke L, MRIUFEH (hypotensive phase, BB X Z*1H
FECHEEM~3 HM), ZRM (oliguric phase, 3~
5 HEET1I~16 HOM), 2R (polyuric phase, 7
~14 HERBRECTHH» S BORM O W) 2 & Tl

Ay9a4wxogﬁv4aw(Mmmwmma

sz*rim

74»2u§@&

EICHHEh, %

DIALIRER

A, BT

TAZBEETS
o

ﬂ (EID. 19(7) : 1159-1161. 2013 % JCiZf&I1E)

K Ny ANV ADEGH A4 7V

EW@EQH@L%
ICE W KFREET S

ORI B (ERNLESER e RS e v v —)
2 03-5285-1111 (74 2059)

—389——

T 162-8640 HifE X1l 1-23-1
72 389~392 (2019)

HER&ES

FAX 03-5285-1129 E-mail : arais@nih.go.jp



# Ry bMDFy bRANLIENY T T A IV ARG O B

L S TN EE ) S AR emm vmsncER % m
1960 f-fC  R#AL  H A KBl 63 ®WAEIvE (32
2009 LRz L i EE/AVE Sy SOVADIATH 1 1 I v b [26]
2011 Wk L == NN IN— 1 1 v b [26]
2011 W, ek B Fv I AT+ —F¥v— 2 1 Xy bDF v b [28, 31]
012 ke 28) g vr¥s ] L 1 ~vtogyb 28,31
2013 L2 4% (BEE i) | FUAY—Y % — 3 2 Xy bDT v b [31]
2015 R CRRADD s rIAT— L 1 ~vtogyb [31) & b il
B34 . =74 7R Ry MDT v}, -
B esiwosem M waoax T T umrmogyy BUEVER
2016~ 38T MUZORE KREIRT 5o g, Xy bDT R,
P ol R EaAdn s TARY—MEs 17 8 L)l07a5, . [28,29,30]

(convalescent phase, 4~8 i [ ## & T 3~12 H [#)
WCRATT 5. EEGEAIRINENICY 3 v Z7iERZF]
S LESEMNCRBT 578, @Y REEITbh 5 B
T E AT RIEE C v,

3 % £ R &R

JrAE g —w v o8 [21-28] RoKE [29, 30] TRy b
DTy MREOXRY VT MOTY)—=¥—, 2 T
V= —DblALZT Yy b2 LTV T T4 IVRIC
JBYe LB HE I T D (B). ko XHics v
MEOEHHE CTIZMEIERD 7z, Ty PR L TWT
LIS G, FOkD, Ty MrSHEEDLL
CIMBMICRBLZ I TEREL WA, 72, BRE
FOEWEEHIINY T I ANV AHRERT 5720,
R LIURMIAS LA LTS A VA 2P Ll
L. NEBNIBWTEE K OWAIERIZEC, MG
PR AERR S M5 720 TIRINABH O BMERE L LT
WESNNE L TW 258 L. EBROHF L LTl
EENTWE DO THEFDAMHIEIR S L < IZEED
JERD R CTHAEDL G L2y — AN HR IS Tw 5
[26, 31].

EPNZ B 238413 1999 48 CERK 11 4F) 4 AT o
[ O T Bl [ VR GSHE O B O ERIZ B % i
(BguiEd:) ] DI, BEFoOME MR IN TR, L
L7235 1960 SEARICIZ R IR M L X D fE RIC B
2 B i Bkk 0 BB o F8 A [32, 33] R 1970 4F
M5 1984 42 % TIC&EOKRY:, WoeiRE TIHBREY
DTy A LTEEEFRE SN TS [34-36].

4 F B MW K
ERITE RO TR TH 2. T2, B
IR L 2 2BHBRAL TS B 2 e ZFIET 5 C
ERBEEE R L. SEOV & & & B B H ML 2 D J5

W A VAT, FTARZXIRIIAXIZTHRE L
Sy MESKD VA ZBEVEHIE N, IS0
HORAZILT 20K EETH L. BEMIE, T
MR~ ADFZHOYE, RPBMENDRFE ORI
WEHEIIE NS, FEBIIREERALE 12 X ) K5 58
G55\, EREOWE OB AT S 2O FEGHE 2 F#
ALTW2 R ZFICEE L, TR (standard
precaution) ZFEMi§T 5 I LAUETH 5.

NV ZTA VAR A VA K BIEGGETIE, A—A
BRI 7 7 LV ZADFEHITHTLICHED D
2500, HARMNIZHRZL 2. HAREE? SEHD
L IZMERIEGT 84— b2 HIET A2 &3
DOTEETH L. TO70, FEBEICHEEHIRAT
5T ENEVE S BRI R T EET A 2 LS ERE
TH5bH. WMEIKETIEIHPSO T b7 LA 7354
L7275, CORIZI V= —= a0k DEHREiEL &
D, ZOBMOKETY a7 R X3 (Peromyscus
maniculatus) AL, BML7-vA3a7 1R 3
MRBNZA LSEGeE A Lz LR SN TnW 5.

5  H U (Z
AR, ENTCIEEEME A O A IIHR I N TE
LEMEDERIREE 2 ) DODH 5. LI Led s, mE
ThLEWBIIENIZOILCERBLTBY, wWoBE)s
BELTHB2L L. BRERIEERET 5 L FH
BB GDIAL L RIS A VAT AEEDH D,
LbERDRETHRLET > 2 BY AR TE R
WV, B == 4 VAPRALZYA, it
RAZHIEY BRI Y 4 WV ADSHERES NS LI S Cw
5. BEEFEOBEED L IGMBEN L EMmBZICEET S
JERA I O B B AT L 225 A 3R B o —o
ELTEETAUEND L. BRERN T 2B % Iy
WO HE DB R AL, SEICRN L LTI

—390——



BV TREET A2LENH L.

[1]

[2]

[3]

[4]

[5]

[6]

(7]

2 £ X ™

Maes P, Adkins S, Alkhovsky SV, Avsic-Zupanc T,
Ballinger M]J, Bente DA, Beer M, Bergeron E, Blair
CD, Briese T, Buchmeier M]J, Burt FJ, Calisher CH,
Charrel RN, Choi IR, Clegg JCS, de la Torre JC, de
Lamballerie X, DeRisi JL, Digiaro M, Drebot M,
Ebihara H, Elbeaino T, Ergunay K, Fulhorst CF, Gar-
rison AR, Gao GF, Gonzalez JJ, Groschup MH,
Gunther S, Haenni AL, Hall RA, Hewson R, Hughes
HR, Jain RK, Jonson MG, Junglen S, Klempa B,
Klingstrom J, Kormelink R, Lambert AJ, Langevin
SA, Lukashevich IS, Marklewitz M, Martelli GP,
Mielke-Ehret N, Mirazimi A, Muhlbach HP, Naidu R,
Nunes MRT, Palacios G, Papa A, Paweska JT, Peters
CJ, Plyusnin A, Radoshitzky SR, Resende RO,
Romanowski V, Sall AA, Salvato MS, Sasaya T,
Schmaljohn C, Shi X, Shirako Y, Simmonds P, Sironi
M, Song JW, Spengler JR, Stenglein MD, Tesh RB,
Turina M, Wei T, Whitfield AE, Yeh SD, Zerbini FM,
Zhang YZ, Zhou X, Kuhn JH : Taxonomy of the order
Bunyavirales: second update 2018, Arch Virol, 164,
927-941 (2019)

Adams M]J, Lefkowitz EJ, King AMQ, Harrach B,
Harrison RL, Knowles NJ, Kropinski AM, Krupovic
M, Kuhn JH, Mushegian AR, Nibert M, Sabanadzovic
S, Sanfacon H, Siddell SG, Simmonds P, Varsani A,
Zerbini FM, Gorbalenya AE, Davison AJ : Changes to
taxonomy and the International Code of Virus Classi-
fication and Nomenclature ratified by the Internation-
al Committee on Taxonomy of Viruses (2017), Arch
Virol, 162, 2505-2538 (2017)

Arai S, Gu SH, Baek LJ, Tabara K, Bennett SN, Oh
HS, Takada N, Kang HJ, Tanaka-Taya K, Morikawa S,
Okabe N, Yanagihara R, Song JW : Divergent ances-
tral lineages of newfound hantaviruses harbored by
phylogenetically related crocidurine shrew species
in Korea, Virology, 424, 99-105 (2012)

Kang HJ, Arai S, Hope AG, Cook JA, Yanagihara R :
Novel hantavirus in the flat-skulled shrew (Sorex
roboratus), Vector Borne Zoonotic Dis, 10, 593-597
(2010)

Kang HJ, Arai S, Hope AG, Song JW, Cook JA,
Yanagihara R : Genetic diversity and phylogeography
of Seewis virus in the Eurasian common shrew in
Finland and Hungary, Virol J, 6, 208 (2009)

Arai S, Bennett SN, Sumibcay L, Cook JA, Song JW,
Hope A, Parmenter C, Nerurkar VR, Yates TL, Yanagi-
hara R : Phylogenetically distinct hantaviruses in the
masked shrew (Sorex cinereus) and dusky shrew
(Sorex monticolus) in the United States, Am J Trop
Med Hyg, 78, 348-351 (2008)

Song JW, Kang HJ, Song KJ, Truong TT, Bennett SN,
Arai S, Truong NU, Yanagihara R : Newfound hantavi-
rus in Chinese mole shrew, Vietnam, Emerg Infect
Dis, 13, 1784-1787 (2007)

(8]

(9]

[10]

[11]

[12]

[13]

[14]

[15]

[16]

[17]

—391——

Song JW, Gu SH, Bennett SN, Arai S, Puorger M,
Hilbe M, Yanagihara R : Seewis virus, a genetically
distinct hantavirus in the Eurasian common shrew
(Sorex araneus), Virol J, 4, 114 (2007)

Kang HJ, Bennett SN, Sumibcay L, Arai S, Hope AG,
Mocz G, Song JW, Cook JA, Yanagihara R : Evolution-
ary insights from a genetically divergent hantavirus
harbored by the European common mole (Talpa
europaea), PLoS One, 4, e6149 (2009), (online),
(https://journals.plos.org/plosone/article?id=10.1371/
journal.pone.0006149), (accessed 2019-06-01)

Kang HJ, Bennett SN, Dizney L, Sumibcay L, Arai S,
Ruedas LA, Song JW, Yanagihara R : Host switch dur-
ing evolution of a genetically distinct hantavirus in
the American shrew mole (Neurotrichus gibbsii),
Virology, 388, 8-14 (2009)

Arai S, Ohdachi SD, Asakawa M, Kang HJ, Mocz G,
Arikawa J, Okabe N, Yanagihara R : Molecular phy-
logeny of a newfound hantavirus in the Japanese
shrew mole (Urotrichus talpoides), Proc Natl Acad
Sci USA, 105, 16296-16301 (2008)

Arai S, Kikuchi F, Bawm S, Son NT, Lin KS, Tu VT,
Aoki K, Tsuchiya K, Tanaka-Taya K, Morikawa S,
Oishi K, Yanagihara R : Molecular Phylogeny of
Mobatviruses (Hantaviridae) in Myanmar and Viet-
nam, Viruses, 11, 228 (2019)

Witkowski PT, Drexler JF, Kallies R, Lickova M,
Bokorova S, Mananga GD, Szemes T, Leroy EM, Kru-
ger DH, Drosten C, Klempa B : Phylogenetic analysis
of a newfound bat-borne hantavirus supports a laura-
siatherian host association for ancestral mammalian
hantaviruses, Infection, genetics and evolution: jour-
nal of molecular epidemiology and evolutionary
genetics in infectious diseases, 41, 113-119 (2016)
Arai S, Taniguchi S, Aoki K, Yoshikawa Y, Kyuwa S,
Tanaka-Taya K, Masangkay JS, Omatsu T, Puentespina
R Jr., Watanabe S, Alviola P, Alvarez J, Eres E, Cosico
E, Quibod MN, Morikawa S, Yanagihara R, Oishi K :
Molecular phylogeny of a genetically divergent hanta-
virus harbored by the Geoffroy’s rousette (Rousettus
amplexicaudatus), a frugivorous bat species in the
Philippines, Infection, genetics and evolution : jour-
nal of molecular epidemiology and evolutionary
genetics in infectious diseases, 45, 26-32 (2016)

Xu L, Wu], He B, Qin S, Xia L, Qin M, Li N, Tu C :
Novel hantavirus identified in black-bearded tomb
bats, China, Infection, genetics and evolution: jour-
nal of molecular epidemiology and evolutionary
genetics in infectious diseases, 31, 158-160 (2015)
Gu SH, Lim BK, Kadjo B, Arai S, Kim JA, Nicolas V,
Lalis A, Denys C, Cook JA, Dominguez SR, Holmes
KV, Urushadze L, Sidamonidze K, Putkaradze D, Kuz-
min IV, Kosoy MY, Song JW, Yanagihara R : Molecu-
lar phylogeny of hantaviruses harbored by insectivo-
rous bats in Cote d’Ivoire and Vietnam, Viruses, 6,
1897-1910 (2014)

Guo WP, Lin XD, Wang W, Tian JH, Cong ML, Zhang
HL, Wang MR, Zhou RH, Wang JB, Li MH, Xu J,



(18]

[19]

[20]

[21]

[22]

[23]

[24]

[25]

[26]

Holmes EC, Zhang YZ : Phylogeny and origins of
hantaviruses harbored by bats, insectivores, and
rodents, PLoS pathogens, 9, e1003159 (2013), (on
line), (https://journals.plos.org/plospathogens/
article?id=10.1371/journal.ppat.1003159), (accessed
2019-06-01)

Arai S, Nguyen ST, Boldgiv B, Fukui D, Araki K,
Dang CN, Ohdachi SD, Nguyen NX, Pham TD,
Boldbaatar B, Satoh H, Yoshikawa Y, Morikawa S,
Tanaka-Taya K, Yanagihara R, Oishi K : Novel bat-
borne hantavirus, Vietnam, Emerg Infect Dis, 19,
1159-1161 (2013)

Weiss S, Witkowski PT, Auste B, Nowak K, Weber N,
Fahr J, Mombouli JV, Wolfe ND, Drexler JF, Drosten
C, Klempa B, Leendertz FH, Kruger DH : Hantavirus
in bat, Sierra Leone, Emerg Infect Dis, 18, 159-161
(2012)

Sumibcay L, Kadjo B, Gu SH, Kang HJ, Lim BK, Cook
JA, Song JW, Yanagihara R : Divergent lineage of a
novel hantavirus in the banana pipistrelle
(Neoromicia nanus) in Cote d’'Ivoire, Virol J, 9, 34
(2012)

Rubin R : Pet Rats Infect Daughter, Mother With
Hantavirus, Jama, 318, 1969 (2017)

Duggan JM, Close R, McCann L, Wright D, Keys M,
McCarthy N, Mannes T, Walsh A, Charlett A, Brooks
TJG : A seroprevalence study to determine the fre-
quency of hantavirus infection in people exposed to
wild and pet fancy rats in England, Epidemiology and
infection, 145, 2458-2465 (2017)

Vaheri A, Henttonen H, Voutilainen L, Mustonen J,
Sironen T, Vapalahti O : Hantavirus infections in
Europe and their impact on public health, Rev Med
Virol, 23, 35-49 (2013)

Taori SK, Jameson LJ, Campbell A, Drew P]J,
McCarthy ND, Hart J, Osborne JC, Sudhanva M,
Brooks TJ : UK hantavirus, renal failure, and pet
rats, Lancet, 381, 1070 (2013)

Lundkvist A, Verner-Carlsson J, Plyusnina A, Forslund
L, Feinstein R, Plyusnin A : Pet rat harbouring Seoul
hantavirus in Sweden, June 2013, Euro surveillance:
bulletin Europeen sur les maladies transmissibles =
European communicable disease bulletin, 18 (2013),
(online), (https://www.eurosurveillance.org/content/
10.2807/1560-7917.ES2013.18.27.20521), (accessed
2019-06-01)

Jameson LJ, Taori SK, Atkinson B, Levick P,
Featherstone CA, van der Burgt G, McCarthy N,
Hart J, Osborne JC, Walsh AL, Brooks TJ, Hewson R :
Pet rats as a source of hantavirus in England and
Wales, 2013, Euro surveillance: bulletin Europeen
sur les maladies transmissibles = European communi-
cable disease bulletin, 18 (2013), (online), (https://
www.eurosurveillance.org/content/10.2807/ese.18.

[27]

(28]

[29]

[30]

[31]

[32]

[33]

[34]

[35]

[36]

—392——

09.20415-en), (accessed 2019-06-01)

Featherstone CA, Wyllie S, Frost AJ, McElhinney L,
Fooks AR : Hantavirus and pet rodents, The Veteri-
nary record, 172, 370 (2013)

Jameson LJ, Logue CH, Atkinson B, Baker N,
Galbraith SE, Carroll MW, Brooks T, Hewson R : The
continued emergence of hantaviruses: isolation of a
Seoul virus implicated in human disease, United
Kingdom, October 2012, Euro surveillance: bulletin
Europeen sur les maladies transmissibles = Europe-
an communicable disease bulletin, 18, 4-7 (2013)
Kerins JL, Koske SE, Kazmierczak J, Austin C,
Gowdy K, Dibernardo A, Seoul Virus Working G,
Canadian Seoul Virus Investigation G, Canadian
Seoul Virus Investigation G, Contributors : Outbreak
of Seoul Virus Among Rats and Rat Owners - United
States and Canada, 2017, MMWR Morbidity and mor-
tality weekly report, 67, 131-134 (2018)

Kerins JL, Koske SE, Kazmierczak J, Austin C,
Gowdy K, Dibernardo A, Seoul Virus Working G,
Canadian Seoul Virus Investigation G, Canadian
Seoul Virus Investigation G : Outbreak of Seoul virus
among rats and rat owners - United States and Cana-
da, 2017, Canada communicable disease report =
Releve des maladies transmissibles au Canada, 44,
71-74 (2018)

Mc EL, Marston DA, Pounder KC, Goharriz H, Wise
EL, Verner-Carlsson J, Jennings D, Johnson N,
Civello A, Nunez A, Brooks T, Breed AC, Lawes ],
Lundkvist A, Featherstone CA, Fooks AR : High prev-
alence of Seoul hantavirus in a breeding colony of
pet rats, Epidemiology and infection, 145, 3115-3124
(2017)

Tamura M : Occurrence of Epidemic Hemorrhagic
Fever in Osaka City: First Cases Found in Japan with
Characteristic Feature of Marked Proteinuria, Biken
J,7,79-94 (1964)

Tamura M : Epidemic Hemorrhagic Fever, Densen-
byogaku Zasshi, 40, 286-294 (1966)

Urasawa S, Hayashi TTA, Maekawa S, Nagai H, Endo
M, Lee HW : Epidemic Survey of Epidemic Hemor-
rhagic Fever (Korean Hemorrhagic Fever): With
Particular Reference to Mode of Transmission of the
Agent, The Sapporo medical journal, 51, K33-K42
(1982)

Suzuki A, Nakamura M, Mori M, Mori T, Yachi A,
Matsumoto H, Sakamoto S, Kaneko M, Lee HW :
Three clinical cases of Epidemic Hemorrhagic Fever
(Korean Hemorrhagic Fever) in Sapporo Medical
College, The Sapporo medical journal, 51, K7-K15
(1982)

Hayashi TTA : The Brief Progress Report, The Sappo-
ro medical journal, 51, K5-K6 (1982)



