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dna] 236bp T O O O O
dnaj4 CGGGTTTCGTCGTACTCCTT
Rv0577F ATG CCC AAG AGA AGC GAATAC AGG CAA

cfp32 786bp T oo O O O O
Rv0577R CTATTG CTG CGG TGC GGG CTT CAA
Rv2073cF TCG CCG CTG CCA GAT GAG TC

RD9  600bp - =T O O
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Rv3120F  GTC GGC GAT AGA CCA TGA GTC CGT CTC CAT
RDI2  404bp - - mmm oo O O
GCG AAA AGT GGG CGG ATG CCA G

Mt : M. tuberculosis Mb : M. bovis

Mcap : M. caprae Ma : M. africanum Mcan : M. canettii

B M. microti, M. pinnipedii
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F UV UM, HE) 120.5ml ML T, 37C THAS
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# (TB Stain kits and Reagents, H A X~ } ¥ -
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ANJITRE R O MGIT 8540 CHEGE L 728 % g % 7290,
7 I A4 < —dnaJ3 L dnaJd (1) % H\T Mycobac-
terium EWI\IF R L FINTH 5 dnaf x ¥ —7 v M &
L7-PCRZZjL7 [4]. S5, dnaJ =5 —7 v b
L L72PCRTlME o 72N Eo oo =—1F,
0 5 Eo 3R (¢fp32, RDI LU RD12) IShfed
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Y=, By ZH\WTDNA i L, DR Y%
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TCT GAC GAC-3") % U DRb (5'-CCG AGA GGG
GAC GGA AAC-3") #H\WTPCR%Z%M L7 [3]. #
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NVERAY TX 7 LA F FEEMLSERx T L »
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F) 2580 PRA, X SICZF0RFPAE ) > 8Bk
(%) WY PFHA TV (HE %t Bar=100um).

Bt i oRHET X, SRR I OV E R T B o A
R bz (HE 44t Bar=100um).

C: MioAEH Y. s~ R HPH I SHZ IR AE R AT
7z (HE %t Bar=500um).

D : U YSEI ORI Z. WEREER O HLL R TaIRLE
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BNV ERRBRD LN BEO~O). (BPEx I - Mt=Mycobacterium tuberculosis, Mb=Mycobacterium bovis,

Ma= Mycobacterium africanum)

62 Wk 4 BICH KT % 11 MR THOGERMERR L 7. /D
N8 b J O MGIT 35 3 TGl L 72 W &, dnaef #HIB %
y—4y e L72PCRIZE D, Mycobacterium B &
sz (K3A). & 512, Multiplex PCR O£,
¢/p32, RD9 L OFRD12 IR § N CICHERIN N 2 BAS
B SNTz720, M. tuberculosis (KiliH) LRIESh
7o (K 3B). MW OGHERIL, X A0 6Nz T
1 66.7% (3Mfkr 2 Mifk), Y 23388 & N 7zlil#s Tl
100% (3 Mk 3 M AK), Z 2338 & M7z g 4 T 1
33.3% (9 Mufkh 3#fk) THo7 (F£2).
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Outbreak of Tuberculosis in Cynomolgus Monkeys (Macaca fascicularis)
Imported to Japan
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SUMMARY

Thirty-two cynomolgus monkeys (Macaca fascicularis) under import quarantine at the Animal Quarantine
Service in Japan were examined for tuberculosis by tuberculin skin test. Nine of the 32 showed positive and/
or suspicious reactions. Although they had no apparent symptoms suggestive of tuberculosis, pulmonary mul-
tifocal nodular lesions were present with acid-fast positive bacilli on some tissue samples, such as the lungs
and lymph nodes. Mycobacterium tuberculosis was isolated from some tissue samples. The results of the tuber-
culin skin test and histopathological findings indicated that Mycobacterium tuberculosis might have infected
some monkeys more than a few months prior to the test, and expanded in the same colony. The genotype of
the isolated Mycobacterium tuberculosis was determined as EAI2_MANILLA by spoligotyping.

—— Key words : cynomolgus monkeys, EAIZ_MANILLA, import quarantine, tuberculosis.
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