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Streptococcus suis Serotype 33 Isolates from a Case of Bovine Endocarditis

Tomomi SATO*T, Asuka SUTO, Noriko ONUKI, Masatoshi OKURA
and Daisuke TAKAMATSU

* Nairiku Meat Inspection Center, 827 Matoba, Nakano, Yamagata, 990-0892, Japan

SUMMARY

A diseased Japanese Black Cow was carried into our laboratory in August 2011. The cow had developed ver-
rucous endocarditis, pulmonary thrombosis, petechial hemorrhage in the kidney. Gram-positive streptococci
were isolated from lesions of the verrucous endocarditis and pulmonary thrombosis. The 16S rRNA gene
sequence analysis and coagglutination tests with sera for serotyping showed that these isolates were Strepto-
coccus suis serotype 33. The present case was the first report of bovine endocarditis caused by S. suis serotype
33 in the world. —— Key words : endocarditis, Japanese Black Cattle, Streptococcus suis serotype 33.
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