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O & R RR OBSNE R 23501 AL A1 120D Tl Sz,

F—7—F:7xzlv b, PCR, tifi%.

ANOWRRREVERE L, & U CTRYERSMER CRK
Ehan [1-3]. ZhHoMEE, FEZOD O WD
BVITERDNEDD TENL EDLOICHEL SN TE
2L O Lz [3]. Lo L, SEfEEREEIC b Y
Polymerase chain reaction (PCR) #:\2 X % 7574
WFRESHWLND X512 D, AT Porphyromonas
gingivalis ) ¥ Aggregatibacter actinomycetemcomitans
% ED T T A ETEERPETRE e R A R & LT
HThBERESNTYS [1]. —T5, B w5
PR IZ DOV TIREE SN TWR WA, KT Porphy-
romonas gulae, Porphyromonas salivosa U Porphy-
romonas denticanis %, % L THiTIX P. gulae t O¥
Tannerella forsythia B S Tn5b [2,4-6]. 7=
Ly M LT, FEBRIISIE L o s R
v b LB L 72T O8R5 8 & AL BOG IO &
P. gingivalis, Fusobacterium sp. . ¥ Eubacterium
sp. B ENT WS (7, 8] 2%, B TFHEWFANTHIZX
B T EBRGI R OFRIRG & D ICEETH 5.
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K 920g T, AHIEDH 2BENIILZE) Rt Z T2
C LR EFICEZT OB R L7z, 4 RS2 R
OV 3R F SR B o B A 03B 5, 7BE, i S OV R
Ty Moo OPERARRO b (K1), FEEEO
filiZs 2 M- 72, 2 512, TIENAICEA TS DS
Big sz, ZofyRied LB RIERO Sk h
o7z, XA (M2) T, HZEREHEE 0K
g5 i, MEMRAE T, BAMmEkE (19.3 x
10°/1) & ALT (4131U/1) AL CTw7z. LLEofr
AASLEEOWRBMKEZEIL, SHRET TORIEM
K ORBHLE 21T - 7. WMEE I V' 9 4 0.2mg/kg,
T IV T7 7 —=)0.2mg/kg LR ¥ I ~ 5mg/kg
OHRNFEGHRIITFEL, 1V 7NVT Y OWAIZX D
L7, 72, iEYE (7E¥2 )+ MY YA
20mg/kg) ROIEAT O A FRELERA (Aox
71 450.2mg/kg) ERETHRG L7z, A LEE2 RUE3
HIF S S OB OB AR 7 » b GEH» 5 HEEE 1.9mm
OWHEME (A T4 v 7, ORMER, WE) ok
PRELEE, AR, DRENDES RO L3 2, 3w
ORI AT -7z, Wik & ICEEICEIRLTBY,

Tl RS AR (B2 LBk
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2lnl, 7)) »¥<A45mg/kg 1H20) %fO#ES
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JP O % ) B S e { o7z,

PCRIZICK 2 lAREMMEOKRE © DNA I F
v b (QIAamp DNA Mini Kit, QIAGEN, Germany)
Z v ChefR A 5 DNA S, fiiiE# 2 PCR 2179
FT—- 30 CIZPREF L7z, Ashimoto & [1] » Uz
DWW, NOMEEEEME & L T—#&i7% A. actino-
mycetemcomitans, Campylobacter rectus, Eikenella
corrodens, P. gingivalis, Prevotella intermedia,
Prevotella nigrescens, T. forsythia & O° Treponema
denticola \2x3 % PCR%Z4T-7-. PCR#¥T#, PCR
Sz = F Yy a7a~<4 Filll %7 7 a— A ThEA
K 2 ATV, EAHIRG T TPCREWDHFIEDOH KL
MR L7z, PHENLESONY FREDH5NL72PCR
BOBHAIZ D W TIX, FEFRD 7202 PCR Y O R
( QIAquick PCR Purification Kit, QIAGEN, Ger-
many) #{To7:#%, ¥4 L7 My —27 2y ZAFEICTH
lz g Lz, JeE L72RANI DWW T BLAST 71 75
228D, BUOMY) 2K L7z (http://blast.nchi.
nlm.nih.gov/).
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B2 X#G. ARG OO 5h b (R
F.

YD SN, TS DO PCREMOER % Puig L7z
L Z A, P. gingivalis \2x$ % PCREY TIL, 364bp ®
BLA A3 &4, BLAST R TlX P. gulae ® 16S rRNA
#1nT (GenBank accession 775, AB547663) & [
FIH—3 L7z 100%). T 7z, T. forsythia ey > 7
Vir 513 510bp DEEHIH M 54, BLAST BRAE DR,
T. forsythia ® 16S rRNA# f= 7~ (DQ344915) &
99.8% (509/510) DEPEZIRL72. MoK R
5, K7Ly MHEIRT Y 25 OMEHEIEP. gulae
MOT. forsythia T A HelthAvE & HRF Sz,

Z &=

G, 7xby NOEERHEOEE KR v M b,
N, KB O & R OB 2355 T A W22 2 C
Bk Sz, PR TS X 2 Bes Mmool
&, B L ) BARORLE, Wik, BB ISHIEE
FICBT MO, KROEETDaryI4— 3
YOREEZITTIS, HWETAMEOBEF L XVT
DOMESWHETH A [3]. Fischer b [7, 8] O#HET
F7 =Ly FOEEBRWEE LS P. gingivalis B3
ENTHED, K- BT FRBEOME M X hT
&7 [6] 7%, ZN5OMERIIGTAWFANTFEIH
WHNTW AP 7z EDGTAEWH N TFHEOREIC
0, K- SHIEE NP gingivalis RO,
DNATFEH DE VDS P. gulae TH 5D Z LW SN
>THBY [5,6], REFOT LY +253H P. gulae H®
Ml &7z, L722%- T, Fischer & [7, 8] O
X272V v BDP. gingivalis DBHNZ, 5 THEW
ZWTHEE 2% 513, P gulae Th -7 Hetkd %
AbNb. —J, SEBE N T. forsythialZ, A®
WEEEEME O—D2oTH Y, MEIEAEHOIBEOH
MCTdH 52 LW THEYAMIRD L, #EOREMIC
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Porphyromonas gulae and Tannerella forsythia Detected
from Periodontal Pockets in a Ferret

Eiji OOHASHI*', Hiroyuki KAKUTA and Kotaro MATSUMOTO

* AKASHIYA ANIMAL HOSPITAL, 112-2 Sakura-machi, Satsunai, Makubetu, Nakagawa-gun,
089-0535, Japan

SUMMARY

A 3-year-old spayed ferret presented with a primary symptom of difficulty prehending food. Severe peri-
odontitis in the right maxillary second and third premolar roots were observed. After matter sample was col-
lected from the bottoms of the periodontal pockets, dental scaling, and tooth extraction were performed. The
positive presence of Porphyromonas gingivalis and Tannerella forsythia was observed using a polymerase chain
reaction method for identifying 8 common human periodontopathic bacteria, with lengths of 364 bp and 510 bp
measured by direct sequencing, respectively. The sequences showed 100% and 99.8% similarity to the
16S rRNA gene in P. gulae and T. forsythia, respectively. This study shows, for the first time, molecular detec-
tion in a ferret of anaerobic bacteria from periodontal pockets identical to those found in humans, dogs, or cats.
—— Key words : ferret, PCR, periodontitis.
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